Each animal was injected intraperitoneally with 0.02% colchicine. It was sacrificed 1 hour later and bone marrow as well as testis in the case of male were used for chromosome preparation by the conventional air-drying method. The slides were stained with Giemsa.
One male and one female each of Hapalomys longicaudatus and Pithecheir melanurus used for the present study were collected in 1973 by the Division of Medi cal Ecology, Institute for Medical Research, Kuala Lumpur, Malaysia.
Each animal was injected intraperitoneally with 0.02% colchicine. It was sacrificed 1 hour later and bone marrow as well as testis in the case of male were used for chromosome preparation by the conventional air-drying method. The slides were stained with Giemsa.
In the past years we have not been able to obtain further specimens of these murids for banding studies.
Results
Hapalomys longicaudatus: The diploid number 2n=50 is made up of 23 pairs of uniarmed and 1 pair of small biarmed autosomes, metacentric X and subacrocentric Y sex chromosomes (Figs. 1-2) . The X chromosome is the largest element in the complement and constitutes about 7.8% of the female haploid complement. The Y-chromosome is also distinct, being the only morphological type among the larger sized chromosomes, and constitutes about 5.2% of the female haploid complement. The X and Y chromosomes pair end to end during meiosis (Fig. 3) . One arm of the X-chromosome is consistently negatively heteropycnotic during diakinesis-metaphase I. Pithecheir melanurus parvus: The diploid number 2n=50 is made up of 16 pairs of uniarmed and 8 pairs of biarmed autosomes, metacentric X and subacrocentric Y sex chromosomes . The X-chromosome is the largest metacentric and the second largest chromosome in the complement. It constitutes about 8.7% of the female haploid complement. The large Y-chromosome is a distinct element and constitutes about 5.8% of the female haploid complement.
Discussion
The genera Hapalomys and Pithecheir have been recently grouped together on dental characters under the Lenothrix-Parapodemus Division proposed by Misonne (1969) Pithecheir is a member of the Lenothrix group. Hapalomys is considered to have followed its own line of evolution. Its closest relative is probably Chiropodomys which makes the transition between the Lenothrix and Parapodemus groups. On the other hand, the genus Pithecheir is considered as an offshoot of Lenothrix, which is in many ways one of the most primitive murids. The diploid number of 2n=50 in Hapalomys longicaudatus and Pithecheir melanurus falls within the modal values 40-56 which are considered to be primitive (Matthey 1973) . The chromosomal finding therefore concurs with the finding based on dental characters (Misonne 1969). These two murids also possess similar sex chromosomes. Although they have idential diploid number, their karyotypes are distinct.
There are more biarmed elements in the complement of Pithecheir , which may be attributed to pericentric inversions having taken place in the course of evolu tion.
When the karyotypes of Hapalomys and Pithecheir are compared to the related genera Chiropodomys and Lenothrix (Table 1) , the differences are not easily ex plained. The universal feature appears to be the presence of a large metacentric X-chromosome in all four genera, which may be considered to be of the duplicate type. The X-chromosome in a male Hapalomys longicaudatus, however, appears to be unique as one of its arms exhibits negative heteropycnosis during metaphase I . As no further specimen was available for banding studies the heterochromatic nature of the X-chromosome cannot be clearly elucidated. The large subacrocentric Y-chromosomes of Hapalomys , Pithecheir and Chiropodomys are also similar both in size and morphology, but that of Lenothrix canus (mRattus canus) is distinct, being a small acrocentric element.
On present karyological data, it is difficult to establish the exact affinity of these murids. Indeed, the karyotype of Lenothrix canus bears much resemblance to those of the niviventer group of rats (Rattus cremoriventer, Rattus fulvescens cameroni, Rattus niviventer bukit) which have similar diploid number of 2n=46 and the occur rence of three pairs of small metacentric autosomes (Yong 1969 
